.
In (Trottet, 1988 Picard (1984) , Thomas et al (1991) and Pontis (1992) .
The first results (David, 1992; Pontis, 1992) showed that a very distinct differentiation between subpopulations of the same origin (PA, PB or PS), appeared after only a few years of multiplication. Genetic drift could not be ruled out to explain this, but such a rapid differentiation would only be expected if the number of reproductive individuals was small, which was not the case with the experimental protocols used (Pontis, 1992 (David, 1992 (Hockett et al, 1983; Allard, 1988 (David, 1992 (Austin et al, 1989) . This evolution occurred because of the decrease in the length of stems. Small size is also an adaptation to the intensive growing practices which involve greater plantation densities and high levels of fertilization.
In addition to the problem of time involved in converting tall genotypes to cultivable genotypes, losing dwarfing genes in populations would be an error, since they have numerous pleiotropic effects (Pinthus and Gale, 1990 Theoretically, their viable pollen production is expected to improve (Charnov, 1982) . In fact, this improvement was observed 6 years after the beginning of the experiment (David and Pham, 1993 (Pernes, 1984) To evaluate the total evolution of each pool, we compared the frequency of susceptible plants in the initial population to the average in the 3 descendant populations. We noticed a highly significant decrease (P < 1%) in PS and a small decrease (P < 10%) in PA. The mean increase in PB was not significant. Figure 4 shows the evolution of the gene combinations detected in the experiment. In pool A, combinations of 3 genes appeared in Le Rheu and Toulouse. For pool B, combinations of 2, 3 and 4 genes were identified whereas they were absent in PBO. In pool S, the Le Moulon and Toulouse populations showed complex combinations, with probably more than 4 genes, which were absent in PSO. On the other hand, in the same pool, the population of Le Rheu possessed, at most, double resistant plants. Apart from the Le Rheu population, the populations of the 3 pools after 8 yr of multiplication showed an increase in the frequency of plants carrying a combination of several specific resistance genes. In 2 populations of pool S, complex combinations were selected.
Evolution of adult plant resistance ANOVA of powdery mildew severity in populations harvested in 1990 showed a highly significant 'population' effect in both assessments. In the first one, pool A was distinguishable from pools B and S because of its greater resistance: a Student-Newman-Keuls test (P < 5%) put all the populations of pool A in one group, whereas populations of pools B and S were distributed into 2 groups in which powdery mildew was more severe. In the second assessment, the same test revealed 3 overlapping groups. Differences that had appeared at the first assessment were no longer distinct. Nevertheless, the most resistant group was composed of 2 populations of pool A (Le Rheu and Le Moulon).
For pools B and S, the resistance of the initial population was compared with the mean resistance level of the 3 populations harvested in 1990 using the contrast method. There was a significant decrease in resistance (P < 5%) in pool B at the first assessment. In pool S, a mean increase in resistance, (P < 5%) appeared at the second assessment. (McIntosh, 1988 The distinctive behaviour of pool S compared with the 2 autogamous pools has also been described for other traits (David, 1992 (Allard, 1990) The presence of 2 genes is indissociable, when the reaction of all isolates give the following spectra:
